ABSTRACT We report here the sequence of a genotype 2a reference strain of hepatitis E virus (HEV), developed on behalf of the World Health Organization. The HEV reference strain is intended for use in assays based on nucleic acid amplification for the validation of HEV RNA detection.
The Mex-14 sequence has a length of 7,159 bp and shares 99% nucleotide identity with M74506, the prototype HEV genotype 2a strain, and represents only the second full-length sequence of an HEV genotype 2 strain; in the context of the WHO IRP, this sequence is an important resource for assay validation and assurance that such strains are adequately detected in nucleic acid amplification assays. Accession number(s). The sequence of the genotype 2 HEV WHO reference strain Mex-14 has been deposited in GenBank under the accession number KX578717.
